P. falciparum HB3xDd2 cross Segregation Data for chromosome 9

Chromosome 9 inheritance in P. falciparum HB3xDd2 cross
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C14M117 94.8] 3|
COM97 94.8] 3|
COM94 94.8f 3|
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C6/9M18 94.8] 3|
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